Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.041; wR factor = 0.107; data-to-parameter ratio = 16.6.
In the title compound, C 27 H 28 N 2 O 7 S, the dihedral angles between the thiazole ring and the mono-and trisubstituted benzene rings are 87.8 (2) and 17.9 (3) , respectively. The dihydropyrimidine ring adopts a flattened boat conformation. In the crystal structure, -stacking occurs [centroidcentroid separation = 3.6611 (11) Å ]. (2Z)-Ethyl 5-(4-methoxyphenyl)-7-methyl-3-oxo-2-(3,4,5-trimethoxybenzylidene)-3,5-dihydro-2H-thiazolo[3,2-a]pyrimidine-6-carboxylate Z.-H. Hou
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Comment
Fused pyrimidine derivatives represent important target molecules due to their highly pronounced biological properties (Ashok et al., 2007; Monks et al., 1991) . In this paper, the structure of the title compound, (I), is reported. The molecular structure of (I) is illustrated in Fig. 1 .
The fused thiazole ring C1-C2-N1-C3-S1 has usual geometry as observed in other fused thiazolopyrimidine compounds (Liu et al., 2004a,b; Sridhar et al., 2006) . The thiazole ring makes dihedral angles of 87.8 (2) and 17.9 (3)° with the benzene rings C21-C26 and C8-C13, respectively. The pyrimidine ring adopts a flattened boat conformation. The crystal packing of (I) is stabilized by π-π stacking interactions.
Experimental
A mixture of ethyl 6-methyl-4-(4-methoxyphenyl)-2-thioxo-1,2,3,4-tetrahydropyrimidine-5-carboxylate (0.01 mol), chloroacetic acid (0.01 mol), fused sodium acetate (6 g) in glacial acetic acid (25 ml), acetic anhydride (10 ml) and 3,4,5-trimethoxybenzaldehyde (0.01 mol) was refluxed for 3 h. The reaction mixture was cooled and poured into cold water. The 
Refinement
The H atoms were positioned geometrically with C-H = 0.93-0.98 Å and refined as riding with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C).
Figures Fig. 1 . The molecular structure of (I), drawn with 50% probability ellipsoids (arbitrary spheres for the H atoms). 
